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Effect of RRM2 on proliferation and invasion of bladder cancer cells
LI Haibin, GAO Sen Department of Urology, the Third Affiliated Hospital of Beijing University of Chinese
Medicine, Beijing, 100029, China

[ Abstract | Objective To explore the biological function and mechanism of ribonucleotide reductase
regulatory subunit M2 (RRM2) in bladder cancer cells. Methods The Cancer Genome Atlas (TCGA) and
Oncomine databases were used to analyze the expression of RRM2 in patients with bladder cancer, and the K-
M Plot online analysis was used for survival analysis. The bladder cancer tissues and adjacent tissues from the
patients undergoing urological surgery in our hospital from June 2019 to December 2020 were collected and
detected for the expression of RRM2 by qRT-PCR. CCK-8 and Transwell assays were employed to evaluate the
effects of RRM2 on proliferation and invasion in bladder cancer cell lines (5637, T24, Ej and BIU-87 cells).
Then the effect of RRM2 silence was determined with CCK-8 and Transwell assays in the cells with higher
expression of RRM2, and the expression levels of Wnt/B-catenin signaling pathway related proteins were
measured with Western blotting. Results The expression of RRM2 was increased in patients with bladder
cancer ( differential expression multiple Log,FC=4.546, P<0.01), and the patients with high expression of
RRM2 were associated with poor prognosis and poor overall survival. In vitro cell experiments showed that
RRM2 silence significantly inhibited the proliferation and reduced the invasion of bladder cancer RRM2 cells
in 72 and 96 h after siRNA transfection when compared with the 5637 and T24 cells (P<0.01). The silence
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also significantly decreased the expression levels of total B-catenin and Wnt/-catenin downstream proteins

cyclin D1 and c¢-myc, which played important roles in tumor progression. Conclusion

RRM2 can promote

the proliferation and invasion of bladder cancer cells, and may target the Wnt/B-catenin pathway to promote

bladder cancer.
[ Key words |
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